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Background Results

Figure 3. Levels of mtDNA and mtDNA damage in white matter are

lower in METH users, and mtDNA damage is associated with age
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« The Global Deficit Score (GDS) was used as a measurement of abundance of the “common deletion” was associated with increasing age.
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Figure 2: (&, B) Levels of mDNA per cell and (C, D) the abundance of the "common
deletion” in different brain regions in white and gray matter. Significant differences in ConCI USIOnS

levels of mtDNA and the abundance of the “common deletion” were seen mostly in <+ When comparing brain samples from four brain regions, levels of
white matter. Additionally, the middle frontal gyrus showed the highest levels of ’

. . . - - - - : : : . mtDNA and mitochondrial injury were highest in the white matter of
Associations between continuous variables were assessed by fixed-effects e N L Y . . mtDNA and mitochondrial injury. the middle frontal gyrus (Fi flrreYZ) &
or mixed-effects regression analyses according to independence of the data. ' ' ‘ " : Table 2. MtDNA damage is associated with better neurocognitive & ® '

neurocognitive performance, defining neurocognitive impairment as having
a GDS >0.5.°

« Differences between study groups were assessed either by t-test : : /
(independent data) or mixed-effects regression analyses (dependent data).

»  Higher abundance of the “common deletion” was associated with
increasing age (Figure 3).

- All statistical analyses were performed in R statistical software. function only in METH users
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